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Figure 7 
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Figure 11 
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Figure 25 
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ELISA-analysis 
CD80-M79scFv (VL/VH) with short linker 
Detection: anti-His-tag or anti-CD80 (as indicated) 
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Figure 30 
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Figure 34 Phenotyp-Switch 
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Figure 36 
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Figure 42 
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Figure 43 
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iy RKGSLEELLKHLKELLKG 

927 936 945 954 963 972 

Q GGG AGC GGA GGC GCG CCG GCA CCT ACT TCA AGT TCP ACA AAG AAA ACA CAG CTA 

\. * 

Jf GSGGAPAPTSSSTKKTQL, 



981 990 999 1008 1017 1026 

CAA CTG GAG CAT TTA CTG CTG GAT TTA CAG ATG ATT TIG AAT GGA ATT AAT AAT 



QLEHLLLDLQMILN GINN 

1035 1044 1053 1062 1071 1080 

TAC AAG AAT CCC AAA CTC ACC AGG ATG CTC ACA TTT AAG TTT TAC ATG CCC AAG 

Y K N ' P K L T R K L T F K F Y ^ M P K 

1089 1098 1107 1116 1125 1134 

AAG GCC ACA GAA CTG AAA CAT CTT CAG TGT CTA GAA GAA GAA CTC AAA CCT CTG 

K A T " E L K H L ■ Q C . L E E E L K P L 

1143 1152 1151 1170 1179 1183 

CAG GAA GTG CTA AAT TTA GCT CAA AGC AAA AAC TTT CAC TTA AGA CCC AGG GAC 

EEVLNLAQSKNFHLRP-RD 

1197 1206 1215 1224 1233 1242 

TTA ATC AGC AAT ATC AAC GTA ATA GTT CTG GAA CTA AAG GGA TCT GAA ACA ACA 

LISNINVIVLELKGSETT 

1251 1260 1269 1273 1287 1296 

TTC ATG TGT GAA TAT GCT GAT GAG ACA GCA ACC ATT GTA GAA TTT CTG AAC AGA. 

FMCEYADETATIVEFLNR 
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Figure 47 cont. 

1305 1314 1323 1332 1341 1350 

TGG ATT ACC TTT TGT CAA AGC ATC ATC TCA ACA CTG ACT GAC GTC CAT CAC CAT 

"w" T T T "c" "q" T T T s t l t d v h h h 

Sail 

1359 ' * * 

CAC CAT CAC TGA TAA GTC GAC 

H H H * * 
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Figure 48: 51/75 



EcoRl 

18 . • 27 



OAA ACC ATG CCA »5 AGC TCT ATC ATC CTC TTC TTC CT A ^ „ OT ^ 



M G W 



V A T A T 



COT CTA c£ ^ iOS 

G v H s D 1 c L t 5" T T T -;- - --- --- --- 

117 2.26 

OTA CCA GAC A ? CTC AGC GTC „ TGC AAG GCC ACT CAG AAT S GCT ACT Jg 

v 0 ' ^ " v s v T "k" T T t »■ V T T T 

- CCC S TAT CAA AAA CCA ^ CAA TCT CCT AAA CCA c£ ATT TAC ^ 

v A K Y Q 0 K p T T ™ T T T T T T 

225 234 nA-\ 

OCA TCC TAC CGG TAC ACT GGA GTC CCT GAT CGC TTC ACA GGC AGT GGA TCT GGG 

A s J 9 R ■< s ° v- T T T T T ~- --- --- --- --- 

- CAT § ACT CTC ^ A TC AOC i^T GTG CAG TCT CAA GAC TTl CCA GAG £J 

T D 33 F 3 T L T 1 s N T "°~ T T T ~ "i" T T 

™ TCT ^ CAA TAT £ AGC TAT CCC CTC ACC ^ CCT GCT eg ACC AAG ^ 

F c ^ 0 V N s V P T T T ~G _ T T T T t 

~ ™ ™ « ^ » TC* £ « « £ « ^ ^ ^ «« 

* x k c g g c S T T T -~ --- --- --- --- --- --: 

441 450 4 c:q 

" G ^^^! ™ GAG TCA GGA CCT GGC CTA S£ CAG CCC £ CAG AGC 

Qvklqes g ~p~ ~q~ 



Q p s Q S L 
495 504 cqn 

TCC ATC ACC TCC ACA GTC TCT GGT TTC TCA TTA aS AGC TAT OCT CTA CAC TOG 

s 1 T c T v s ° 'TT7777777 

549 558 

OTT CCC CAG TCT CCA CCA AAC OCT CTG GAG TOG CT3 o=A GTG IS TCC ACT OCT 

v R c s p 0 K G L '* "i" ~ T T T 77 T T 

603 5]_2 fioi 

GGA AGC ACA GAC TAT AAT GCA GCT T^C ZTA f~i r~r- " 9 648 
— A1A ^ A ^ GTG AGC ATC AGC AAG GAC 



* N A A 



I S R 
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Figure 48 cont. 

657 666 675 684 693 702 

AAT TCC AAG AGC CAA GTT TTC TTT AAA ATG AAC AGT CTG CAA GCT AAT GAG ACA 

N S K S Q V F F K. M N S L. Q A N T D T 

711 720 729 738 747 756 

GCC ATA TAT TAC TGT GCC AGA ATG GAG AAC TGG TCG TTT GCT TAC TGG GGC CAA 

AIYYCARMENWSFAYWGQ 

765 774 783 792 801 810 

GGG ACC ACG GTC ACC GTC TCC GAA TTC ACC CCG CTG GGT GAC ACC ACC CAC ACC 

GTTVTVSEFTPLGDTTHT 

819 828 837 846 855 864 

TCC GGA AAA CCA CTG GAT GGA GAA TAT TTC ACC CTT CAG ATC CGT GGG CGT GAG 

SGKPLDGEYFTLQIRGRE 

873 882 891 900 909 913 

CGC 1TC GAG ATG TTC CGA GAG CTG AAT GAG GCC TTG GAA CTC AAG GAT GCC CAG 

RFEMFRELNEALELK DAQ 

927 936 945 954 963 972 

GCT GGG AAG GAG CCA GGG GGG AGC GGA GGC GCG CCG GCA CCT ACT TCA AGT TCT 

AGKE.PGGSGGAPAPTSSS 

981 990 999 1008 1017 1026 

ACA AAG AAA ACA CAG CTA CAA CTG GAG CAT TTA CTG CTG GAT TTA CAG ATG ATT 

TKKTQLQLEHLLLDLQM I 

1035 1044 1053 1062 1071 1080 

TTG AAT GGA ATT AAT AAT TAC AAG AAT CCC AAA CTC ACC AGG ATG- CTC ACA TTT 

LNG INNYKNPKLTRMLTF 

1089 1098 1107 1116 1125 1134 

AAG TTT TAC ATG CCC AAG AAG GCC ACA GAA CTG AAA CAT CTT CAG TGT CTA GAA 

K F "Y y M P K "K A T E L K H L Q C L E 

1143 1152 1161 1170 1179 1188 

GAA GAA CTC AAA CCT CTG GAG GAA GTG CTA AAT TTA GCT CAA AGC AAA AAC TTT 

EELKPLEEVLNLAQSKNF 

1197 1206 1215 1224 1233 1242 

CAC TTA AGA CCC AGG GAC TTA ATC AGC AAT ATC AAC GTA ATA GTT CTG GAA CTA 

HLRPRDLISNIMVIVLEL 

1251 1260 1269 1278 1287 1296 

AAG GGA TCT GAA ACA ACA TTC ATG TGT GAA TAT GCT GAT GAG ACA GCA ACC ATT 

KGS ETTFMCEYADETAT I 
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1305 1314 1323 1332 1341 1350 

GTA GAA TTT CTG AAC AGA TGG ATT ACC TTT TGT CAA AGC ATC ATC TCA ACA CTG 

V E F LNRWITFCQS I I STL 

Sail 

1359 1368 1377 , * n 

ACT GAC GTC CAT CAC CAT CAC CAT CAC TGA TAA GTC GAC 

TDVKHHHHK* 
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Figure 49: 



EcoFJ 27 36 45 54 

5- GAA^ ACC ATG GGA TGG AGC TOT ATC MC OC TIC TIG GTA GCA ACA GCT ACA 

" "m "g" "w" "s~ "c "i" T l f l v a t a t 

„ 72 81 90 99 1° 8 

GGT GTA CAC TCC GAT ATC GAG CTG ACC CAG TCT CCA GCA ATC ATG TCT GCA TCT 

~ G " "v" "h" T T T T "l T Q S P A I M S A S 

117 126 135 144 153 162 

CCA GGG GAA AAG GTC ACC ATG ACC TGC AGG GCC AGC TCA ACT GTT ACT TCC ACT 

T "g" "e" T "v" ~t~ "m" T c r a s s s V s s s 

17l 130 189 • 198 207 . 216 

TAG TT5 clc TGG TAC CAG CAG TCA GGT TCC CCC ^ OC TGG ATT TAT 

\j '7 T "a" -V T ~q~ T "k" T g a .. s p k l w ' i y 

f ,„ 234 243 252 261 " ' 270 

J AGC ACA TCC AAC TIG GCT TCT GGA. GTC CC^ TTC AGT C« AGT ^ TCT 

11 1" ~T~ T "n" T "a" "s" V "v P A R F S G S G S 

279 238 297 306 315 324 

Q GGG ACC TCT TAC TCT CTC ACA ATC AGC AGT GTG GAG GCT GAA GAT GOT GCC ACT 

2 T T T T T ~L~ ~T~ T "s" T V E A E D A . A T 

! «n ■ 3 A? 351 360 369 378 

P TAT TAC TGC CAG CAG TAC AGT GGT TAC CCG TAC ACG TTC GGA GGG GGG ACC AAG 

i;s& — — — ~~ 

T "y" "c" q q" "y S G Y P Y T F G G G T K 
7«7 396 405 414 423 432 

p crc c^g atc aaa ggt ggt ggt ggt tct gc<: ggc ^ 

T T T-T T "g" ~g~ "g" T "g" 'g g g s g g g 

ddl " 450 459 468 477 486 

TCT CAG GTG- AAA CTG CAG GAG TCT GGG GCT GAG CTT GTG AAG CCT GGG GCT TCA 

T T T "k T "q "b T T "a ■ T T "v K P G A S 

d« 50A 513 522 531 540 

GTG AAG Ct5 TCC TGC AAG GCT TCT GGC TAC ACC CTC ACC AGC TAC TGC- TTG CAC 



VKLSCKASG 



Y T L T S Y W L H 



caq 558 567 576 585 594 

TGG GTG AAG CAG TGG CCT GGA CGA GGC CTT GAG TGG ATT GGA AGG ATT GAT CCC 

"w V T T "w T "g" T T T e w i g r i d p 

^ 619 621 630 539 648 

AAT AGT GCT GGT ACT Aa8 TAC GAT GAG AAG TTC AAG AGC AAG GCC ACA CTG ACT 

T T T T T T T T T T T "k" "s K A T L T 
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Figure 49 cont. 

657 666 675 684 693 702 

GTA GAC AAA CCC TCC AGC ACA GCC TAC ATG CAG CTC AGC AGC CTG ACA TCT GAG 



V D K 



M Q L S S L T 



711 720 729 738 747 756 

GAC TCT GCG GTC TAT TAT TGT GCA AGA TGG GAC TAC TGG GGC CAA GGG ACC ACG 

"d~ ~s~ ~a~ ~v~ ~y~ ~y~ "c" "a r w d y w g q g t t 

765 774 783 792 801 810 

GTC ACC GTC TCC TCC GGA ACC CCG CTG GGT GAC ACC ACC CAC ACT ACT GGA AAA 

V V ~V~ T ~S~ "g" T P L G D T T H T S G K 

819 828 837 846 855 • 864 

CCA CTG GAT GGA GAA TAT TIC ACC CTT CAG ATC CGT GGG CGT GAG CGC TTC GAG 

T T ~D~ ~G~ T T T ~T~ "l Q I R G R E R F E 

073 882 891 900 909 918 

ATG TTC CGA. GAG CTG AAT GAG GCC TTG GAA CTC AAG GAT GCC CAG GCT GGG AAG 



mfrelnea 



LELKDAQAGK 



o-> 7 936 945 954 963 972 

GAG CCA GGG GGG TCC GGA GGT GGT GGT AGC ACC CAA GTG TCC ACC GGC ACA GAC 

" E " T T T T ~G~ ~G~ ~G ~G _ T T Q V C T G T D 

981 990 999 1008 1017 1026 

ATG AAG CTG CGG CTC CCT GCC ACT CCC GAG ACC CAC CTG GAC ATG CTC CGC CAC 

~m~ T ~l~ T "l" "p" "a" "s P E T H L D M L R h 

1035 I04d 1053 1062 1071 1080 

CTC TAC CAG GGC TGC CAG GTG GTG CAG GGA AAC CTG GAA CTC ACC TAC CTC CCC 

T T "q" "g" ~c ~q" ~v~ "v" Q G N L E L T Y L P 

1089 1098 1107 1116 ' 1125 1134 

ACC AAT GCC AGC CTg'tCC TTC CTG CAG GAT ATC CAG GAG GTC CAG GGC TAC GTG 

T ~N~ 'l~ T _ L~ T T- ~l~ T "d" "l Q E V Q G Y V 

115? 1161 H70 H79 1188 

CTC ATC GCT CAC AAc'cAA GTG AGG CAG GTC CCA CTG CAG AGG CTG CGG ATT GTG 

~l" ~i~ "a" "h" "n Q V R Q V- P L Q R l R i .v 

1197 1206 1215 1224 1233 1242 

CGA. GGC ACC CAG CTC TTT GAG GAC AAC TAT GCC CTG GCC GTG CTA GAC AAT GGA 

"r" "g" ~T~ "q T "f" T "d "n" T.T L A V L D N G 

1?S1 "60 1269 1278 1287 1296 

GAC CCG CTG AAC AAT~ACC ACC CCT GTC ACA GGG GCC TCC CC^ GGA GGC CTG CGG 



N N 



A 



R 
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130 5 1314 '' 1323 1332 1341 1350 

GAG CTG CAG CTT CGA AGC ' CTC ACA GAG ATC TTG AAA GGA GGG GTC TTG ATC CAG 

"e" "l" "q" T "r" S L T E I L K G G V L I Q 

1359 1368 1377 1386 1395 1404 

CGG AAC CCC CAG CTC TGC TAC CAG GAC ACG ATT TTG TGG AAG GAC ATC TTC CAC 

~R ~N~ T "q" "l _ "c Y Q D T I L W K D I F H 

1413 1422 1431 1440 1449 1458 

AAG AAC AAC CAG CTG GCT CTC ACA CTG ATA GAC ACC AAC CGC TCT CGG GCC TGC 

~K~ "n" "n" "q" ~L~ "a" _ L T L I D T N R . S R A C 

1A67 1476 1485 1494 1503 1512 

CAC CCC TGT TCT CCG ATG TGT AAG GGC TCC CGC TGC TGG GGA GAG AGT TCT GAG 

feqi ~~~ "p~ "s" "p" ~m~ c k' g s r c w .g; e s s e 

'•li 1521 1530 1539 1548 1557 . .1566 

J GAT TGT CAG AGC CTG ACG CGC' ACT GTC TGT GCC GGT GGC TGT GCC CGC TGC AAG 

£ ■ ~d" ~~C "q" "s" "l" "t" R T V C A G G C A R C K 

iu 1575 158 A 1593 1602 1611 1620 

ill QGG CCa'cTG CCC ACT GAC TGC TGC CAT GAG CAG TGT GCT GCC GGC TGC ACG GGC 

□ "g" ~p~ ~l~ ~p~ "t" ~d c c h e q c a a g c t g 

,"': J 1629 1638 1647 1656 1665 1674 

IS CCC AAG CAC kt GAC TO GIG KC OC CC TTC MC ac ^CT TO ATC TOT 

□ T "k" "h" "s" "d" "c" "l" "a c l h f n h s g I c 

1683 1692 1701 1710 1719 ■ 1728 

GAG CTG CAC TGC CCA GCC CTG GTC ACC TAC AAC ACA GAC ACG TTT GAG TCC ATG 

"e~ "l" ~H~ "c" "i _ A~ "l" V T Y N T D T F E S M 

1737- 1746 1755 1754 1773 1782 

CCC AAT CCC GAG GGC CGG TAT ACA TTC GGC GCC AGC TGT GTG ACT GCC ..TGT CCC 

T "n" ~7 ~~E 'T "r" T T F G A S C V T A C P 

1791 1800 ' 1809 1818 1827 1836 

TAC AAC TAC .CTT TCT ACG GAC GTG GGA TCC TGC ACC CTC GTC TGC CCC CTG CAC 

"7 "n "7 ~L~ "s" "t" ~D V G S C T L V C P L H 

1845 1854 1853' 1872 1881 1390 

AAC CAA GAG GTG ACA GCA GAG GAT GGA ACA CAG CGG TGT GAG AAG TGC AGC AAG 



N Q E V T A E 



DG TQRCEKCSK 



1899 1908 1917 1926 1935 1944 

CCC TGT GCC CGA GTG TGC TAT. GGT CTG GGC ATG GAG CAC TTG CGA GAG GTG AGO 

"p" "c" "a" R V C Y G L G M E H L R E V R 



09/744625 



57/75 

Figure 49 cont. 

1953 1962 1971 1980 1989 1998 

GCA GTT ACC AGT GCC AAT ATC CAG GAG TTT GCT GGC TGC AAG AAG ATC TTT GGG 

AVTSANIQEFAGCKKIFG 

2007 2016 2025 2034 2043 2052 

AGC CTG GCA TTT CTG CCG GAG AGC TTT GAT GGG GAC CCA GCC TCC AAC ACT GCC 

~S _ ~L~ ~A _ F L P E S F D G D P A" S N T A 

2061 2070 2079 2088 - 2097 2106 

CCG CTC CAG CCA GAG CAG CTC CAA GTG TTT GAG ACT CTG GAA GAG ATC ACA GGT 

~P~ ~L _ "q" P E Q L Q V F E T L E E I T G 

2H5 2124 2133 2142 2151 2160 

TAC CTA TAC ATC TCA GCA TGG CCG GAC AGC CTG CCT GAC CTC AGC GTC TTC CAG 



Y 



WPDSLPDLSV 



..E 2169 2178 2187 2196 2205 2214 

4" AAC CTG CAA GTA ATC CGG GGA CGA ATT CTG CAC AAT GGC GCC TAC TCG CTG ACC 

||i - ~n~ T "q" Virgri lhngayslt 

2223 2232 2241 2250 2259 2268 

3 CTG CAA GGG CTG GGC ATC AGC TGG CTG GGG CTG CGC TCA CTG AGG GAA CTG GGC 

Q LQGLG I SWLGLRSLRELG 

S 2^77 2286 2295 2304 2313 2322 

!:=:= " AGT GGA CTG GCC CTC ATC CAC CAT AAC ACC CAC CTC TGC TTC GTG CAC ACG GTG 

h* "s" "g" ~L _ "a~ _ L I H H N T H L C F V H T V 

2331 2340 2349 2358 2367 2376 

CCC TGG GAC CAG CTC TTT CGG AAC CCG CAC CAA GCT CTG CTC CAC ACT GCC AAC 



W D 



NPHQALLHTAN 



2385 2394 2403 2412 ' 2421- 2430 

CGG CCA GAG GAC GAG TGT GTG GGC GAG GGC CTG GCC TGC CAC CAG CTG TGC GCC 



■R 



ECV-GEGLACH 



2439- 2448 2457 2466 2475 2484 

CGA GGG CAC TGC TGG GGT CCA GGG CCC ACC CAG TGT GTC AAC TGC AGC CAG TTC 

~R~ ~G~ ~H~ ~cT ~W~ G P G " P T Q C V N C S Q F 

9493 2502 2511 2520 2529 2538 

CTT CGG~GGC CAG GAG TGC GTG GAG GAA TGC CGA GTA CTG CAG GGG CTC CCC AGG 

~L~ ~R "g" _ Q. E C V E E C R V L Q G L P R 

2547 2556 2565 2574 2583 2592 
GAG TAT GTG AAT GCC ' AGG CAC TGT TTG CCG TGC CAC CCT GAG TGT CAG CCC CAG 



EYVNARHCLPCHPECQPQ 
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Figure 49 cont. 

-> fif y. 2610 2619 2628 2637 2646 

AAT GGC TCA GTG ACC TGT TTT GGA CCG GAG GOT GAC CAG TGT GTG GCC TGT GCC 

T T T V T "c T 'o T T T "d" Q C V A C A 

2664 2673 2682 2691 2700 

CAC TAT AAG GAC CCT CCC TTC TGC GTG GCC CGC TGC CCC AGC GOT GTG AAA COT 

~H~ "7 "k" _ d" T T T "c V T T "c P S G V K P 

0709 2718 2727 2736 2745 2754 

GAC CTC TCC TAC ATG CCC ATC TGG AAG TTT CCA GAT GAG GAG GGC GCA TGC CAG 

~D~ T T T "m T T _ w~ ~k~ ~f PDEEGACQ 
™ 2772 2781 2790 2799 . 2808 

• CCT TGC CCC ATC AAC TGC ACC CAC TCC TGT GTG GAC CTG GAT GAC AAG ' GGC TGC 

T "c T "i" "n _ _ c" T "h~ S C V D L D D K G C 

28"5 2844 2853 2362 

CCC GCC GAG CAG AGA GCC AGC CCT CTG ACG TCC GGG CAT CAT CAC CAT CAT CAT 

T "a" T "q" T "a "s" "p" "l" "t" 1" G H H K H H H 
Sail 
/ A * 

TGA GTC GAC 3' 
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M G W S 
EcoRI Ncol 



1 TTTTTTTCTT CCATTTCAGG TGTCGTGAGG AATTCACCAT GGGATGGAGC TGTATCATCC 
AAAAAAAGAA GGTAAAGTCC ACAGCACTCC TTAAGTGGTA CCCTACCTCG ACATAGTAGG 



+ 3LFLV ATA TGVH SEL QMT QSP 

BsrGI SacI 



61 TCTTCTTGGT AGCAACAGCT ACAGGTGTAC ACTCCGAGCT CCAGATGACC CAGTCTCCAT 
AGAAGAACCA TCGTTGTCGA TGTCCACATG TGAGGCTCGA GGTCTACTGG GTCAGAGGTA 



+ 3SSLS ASV GD 'RV TIT CRA SOS 
121 CCTCCCTGTC TGCATCTGTA GGAGACAGAG TCACCATCAC TTGCCGGGCA AGTCAGAGCA 
GGAGGGACAG ACGTAGACAT CCTCTGTCTC AGTGGTAGTG AACGGCCCGT TCAGTCTCGT 



+ 3ISSY LNW Y Q Q K- P G Q PPK 
Swal 



181 H^CAGCTA TTTAAATTGG TATCAGCAGA AACCAGC-ACA GCCTCCTAAG CTGCTCATTT 
AATCGTCGAT AAATTTAACC ATAGTCGTCT TTGGTCCTGT CGGAGGATTC GACGAGTAAA 



>3 Y W A S TRE SGVP DRF SGS ESG 
Smal 



241 A " GGGCATC TACCCGGGAA TCCGGGGTCC CTGACCGATT CAGCGGCAGT GAATCTGGGA 
TGACCCGTAG ATGGGCCCTT AGGCCCCAGG GACTGGCTAA GTCGCCGTCA CTTAGACCCT 



+ 3TNYT LTI SSLQ PED FAT YFC 

PstI 



301 CAAATTACAC TCTCACCATC AGCAGCCTGC AGCCTGAAGA TTTTGCTACT TACTTTTGTC 
GTTTAATGTG AGAGTGGTAG TCGTCGGACG TCGGACTTCT AAAACGATGA ATGAAAACAG 



+ 3 Q QSD SLP ITFG QG T RLD lor 
361 A ^ GTCTGA CAGTTTGCCG ATCACCTTCG GCCAAGGGAC ACGACTGGAC ATTCAAGGAG 
TTGTCAGACT GTCAAACGGC TAGTGGAAGC CGGTTCCCTG TGCTGAcSg TAAGTTcSc 



+ 3GGGS GGG GSGG GGS EVQ LLE 

Pvull 

421 GAGGAGGATC AGGTGGTGGT GGTAGCGGCG GCGGCGGCTC AGAGGTGCAG~CTGCTCGACT 
CTCCTCCTAG TCCACCACCA CCATCGCCGC CGCCGCCGAG TCTcScCTC gSSS 



+ 3SGGG VVQ PGRS LRL S C A Air 
4 81 CTGGGGGAGG CGTGGTCCAG CCTGGGAGGT CCCTGAGACT CTCCTGTGCA GCCTCTGrAT 
GACCCCCTCC GCACCAGGTC GGACCCTCCA GGGACTCTGA gIggIcAC^ SaSSa 



+ 3FT .FS SYG MHWV RQA p G K ttp 
541 TCACCTTCAG TAGCTATGGC ATGCACTGGG TCCGCCAGGC TCCAGGCAAG GGGCTGGAGT 

agtggaagtc atcgataccg tacgtgaccc aggcggtccg aggtccg??? gccgIcScI 



+ 3WVAV I S Y DGSN KYY A DS VKG 

Ndel 



601 GGGTGGCAGT TATATCATAT GATGGAAGTA ATAAATACTA TGCAGACTCC GTCAArrrrr 
CCCACCGTCA ATATAGTATA CTACCTTCAT TATTTATGAT SSSSJS Sc^dcS 



+ 3RFTI SRD NSKN TLY L O m mct 
661 GATTCACCAT CTCCAGAGAC AA.TTCCAAGA ACACGCTGTA TCTGCAAATG AACAGCCTGA 

ctaagtggta gaggtctctg ttaaggttct tgtgcgacat IgIcc^Ic raJSSS 



72 ' 3 h£li G c£ cicilrb l^i/^^^ gggg tggggc agtggctgga 
ctcgag tcct gtgccgacac ataatgacac gctttctata CCCCACC.CCG t.caccgacct 
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+ 3RPYY YYG MDVW GQG TTV TVS 



BspEI 



781 £JCCCTACTA CTACTACGGT ATGGACGTCT GGGGCCAAGG GACCACGGTC ACCGTCTCCT^ 
CTGGGATGAT GATGATGCCA TACCTGCAGA CCCCGGTTCC CTGGTGCCAG TGGCAGAGgI 



+ 3 B3p^ T ^ ^ G D TTHT A he S T K G P S V F 

841 CCGGAACCCC GCTGGGTGAC ACCACCCACA CCGCTAGCAC CAAGGGCCCA TCGGTCTTrr 
GGCCTTGGGG CGACCCACTG TGGTGGGTGT GGCG ATCGTG GTTCcIgGGT IgCcIgSgg 

jl'^^lLLLl. 1 * A L G C L V 



901 rrrlrrr^ CTCCTCC ^G AGCACCTCTG GGGGCACAGC GGCCCTGGGC TGCCTGGTCA 

gggaccgtgg gaggaggttc tcgtggagac ccccgtgtcg ccgggacccg acggIccagt* 



+ 3 K D Y F PEP V T V S W * S GAL T S G 

Agel 

961 ^^ TACTT CCCCGAACCG GTGACGGTGT CGTGGAACTC AGGCGCCCTG ACCACCrrrr 
TCCTGATGAA GGGGCTTGGC CACTGCCACA GCACCTTGAG tScGGgIc tI^CGCCGC 



10213 ™E^a?ct? CCCGG?TG?C CTACAGTCCT S CAGGACTCtI CTCCCt'caGC AGCgL^CA 
ACGTGTGGAA GGGCCGACAG GATGTCAGGA GTCCTGAGAT gIgGgIgTCG JcgScCaS 



+ 3 T V P S s s 



1081 SS^ ct£ cagcagcttg ggcacccaga'cctIcatctg caJcgJgaJJt cacaJgccca 

GGCACGGGAG GTCGTCGAAC CCGTGGGTCT GGATGTAGAC GTTGCACTTA Sg^CGGGt" 



+ 3SNTK,VDK K V E P K S C D K T S G G 



Spel 



1141 ^AACACCAA GGTGGACAAG AAAGTTGAGC CCAAATCTTG TGACAAAACT~ACTGr Accrr 
- CGTTGTGGTT CCACCTGTTC TTTCAACTCG GGTTTAGAAC SJ^GA JScSccS 



12 °' 3 SSSSS ^ihk L™cc P cca^cac T gga Q gccctgggag catgtgaItg 

>ACCCAGGCG TGGGCGGGCG AGCGGGTCGG GGTCGTGCGT CGGGACCCTC GTACACTTAC 



™ ™? ssssss £~£s 



1 e L BS ^ K ° = L R G S L T K , K GPL 

1381 sssfiis c?s«s s?s? tcac ^ccc™* 

lbllCGTC C CGGACGCCC CGTCGGAGTG GTTCGAGTTC CCGGGGAACT 



+ 3TMMA SHY KO ' ' 

'^J—gjg s sags = 
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Figure 55a cont. 66/75 

+ 3 P F D C H E P v Q E H H H H- H H * 

1621 AACAGCTCTG " 
TTGTCGAGAC 
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fa 



+3 . Figure 55b 6 7/75 

M G W S C I I 
EcoRI Ncol 

' 1 lliminll CCATTTCAGG TGTCGTG AGG ~AATTCACCAT ~GGGATGGAGC TGTATCATCC 
AAAAAAAGAA GGTAAAGTCC ; ACAGCACTCC TTAAGTGG TA CCCTACCTCG HItIgtIgG 

+ 3LFLV A TA TGVH SEL QMT QS P 

BsrGI SacI 

61 Irl™^! AGCAACAGCT ACAGGTGTAC ^ACTCCGAGCT ~CCAGATGACC CAGTCTCCAT 
AGAAGAACCA TCGTTGTCGA TGTCCACATG TGAGGCTCGA GGTCTACTGG ScSgg™ 



12 ' 3 ^f' TG ^ A GGAGACAGAG^CACCATCAC TTGCCGGGc'a AGTCAGAGCA 

ggagggacag acgtagacat cctctgt ctc agtggtagtg aacggcccgt tcagtc?cg? 

+ 3 I S S Y L N ~W Y Q Q K P G Q P P K L L t 

bwai *~ 

181 II A ^ AG(;TA tttaaa ttgg TATCAGCAGA AACCAGGACA GCCTCCTAAG CTGCTCATTT 
AATCGTCGAT AAATTTAACC ATAGTCGTCT TTGGTCCTGT CGgIgG^C GACgISaS 

+ 3 Y W A S S G V P o R F S G s E S G 



241 ACTGGGCATC TACCCGGGAA TCCGGGGTCC CTGACCGATT CAGCGGC^GT GAATrTrrrn 
TGACCCGTAG ATGGGCCCTT AGGCCCCAGG GACTGGCTAA oicGCCGTcl SJmSSJ 

+ 3 T N Y T L T I S S L Q P E D FAT Y F C 



PstI 



301 ™TTACAC TCTCACCATC AGCAGCCTGC~AGCCTGAAGA TTTTGCTACT TACTTTTPTr 
GTTTAATGTG AGAGTGGTAG TCGTCGGACG TCGGACTTCT AAaIcSgA SgIaHcIg 



3Sl3 hh£l£ GT^Sc ^^^^^ ACGACTGGAC ATTC^AGGAG 
lib.CAGACT GTCAAACGGC TAGTGGAAGC CGGTTCCCTG TGCTGACCTG TAAGTTCCTC 



+ 3 G G G S G G G G S G G G G S E V Q l L E 



PvuII 



CtIScCTa'g fcclc G clrrl G r°™ GCGGCG GC ^CGGCTC AGAGGTGCAG~CT~GCTCGAGT 
CTCCTCCiAG TCCACCACCA CCATCGC CGC CGCCGCCGAG TCTCCACGTC GACGAGCTCA 



601 sssss J=i"sss s ssjsg 



6 " 3 1™ ™ »ssb N ™ ^ ^ s 
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Figure 55b cont. 

+ 3 R P Y Y 



781 GACCCTACTA CTACTACGGT 
CTGGGATGAT GATGATGCCA 



68/75 

M D V W 



ATGGACGTCT GGGGCCAAGG GACCACGGTC 
TACCTGCAGA CCCCGGTTCC CTGGTGCCAG 



TVS 

BspEI 

ACCGTCTCCT 
TGGCAGAGGA 



+ 3SGTP LGD 
BspEI 

84 1 CCGGAACCCC GCTGGGTGAC 

GGCCTTGGGG CGACCCACTG 



H 



R T V 

Bsiwi 



ACCACCCACA CCCGTACGGT GGCTGCACCA 
TGGTGGGTGT GGGCATGCCA CCGACGTGGT 



TCTGTCTTCA 
AGACAGAAGT 



+ 3IFPP SDE 
901 TCTTCCCGCC ATCTGATGAG 
AGAAGGGCGG TAGACTACTC 



QLKS GTA SVV 
CAGTTGAAAT CTGGAACTGC CTCTGTTGTG 
GTCAACTTTA GACCTTGACG GAGACAACAC 



C L L 
TGCCTGCTGA 
ACGGACGACT 



+ 3NNFY "PR£ AKVQ WKV DNA LOS 
961 ATAACTTCTA TCCCAGAGAG GCCAAAGTAC AGTGGAAGGT GGATAACGCC CTCCAATCGG 
TATTGAAGAT AGGGTCTCTC CGGTTTCATG TCACCTTCCA CCTATTGCGG GAGG^TAGCC 



,not G N S Q ESV TEQD SKD STY SLS 
•1021 GTAACTCCCA GGAGAGTGTC ACAGAGCAGG ACAGCAAGGA CAGCACCTAC AGCCTCAGCA 
CATTGAGGGT CCTCTCACAG TGTCTCGTCC TGTCGTTCCT GTCGTGGATG TCGGAGTCGT 



+ 3STLT LSK A DYE K H K V Y a CEV 
1081 GCACCCTGAC GCTGAGCAAA GCAGACTACG AGAAACACAA AGTCTACGCC TGCGAAGTCA 
CGTGGGACTG CGACTCGTTT CGTCTGATGC TCTTTGTGTT TCAGATGCGG ACGCTTCAGT 



+ 3 T H Q 



L S S 
SacI 



K 



1141 



GG ™! GAGGG GCTGAGCTCG CCCGTCACAA AGAGCTTCAA CAGGGGAGAG TGTTCAGGAG 
GGGTAGTCCC GGACTCGAGC GGGCAGTGTT TCTCGAAGTT GTCCCCTCTC ACAAGTCCTC 



+ 3 G G G S APT SSST KKT QLO L F H 
1201 ^T^ TC TGCA ^TACT TCAAGTTCTA CAAAGAAAAC ACAGCTACAA CTGGAGCATT 
CGCCACCCAG ACGTGGATGA AGTTCAAGAT GTTTCTTTTG TGTCGATGTT GACCTCGTAA 



" f3LLLD LQM ILNG INN YKN d K T 
1261 ltrl^ TGGA TTTACAGATG ATTTTGAATG GAATTAATAA TTACAAGAAT CCCAAACTCA 
ATGACGACCT AAATGTCTAC TAAAACTTAC CTTAATTATT AATGTTCTTA GGGTTTGAGT 



+ 3TRML TFK FYMP KKA T^L KHT 
1321 G ^ ATGCT CACATTTAAG TTTTACATGC CCAAGAAGGC CACAGAACTG AAACATCTTC 
GGTCCTACGA GTGTAAATTC AAAATGTACG GGTTCTTCCG GTGTCTTGAC TTTGTAgSg 



+ 3 Q C L E 
Xbal 



K 



N 



K 



1381 



AGTGTCTAGA AGAAGAACTC AAACCTCTGG AGGAAGTGCT AAATTTAGCT CAAAGCAAAA 
TCACAGATCT TCTTCTTGAG TTTGGAGACC TCCTTCACGA TTTAAATCGA GTTTCGTTTT 



, + 3 N ^ H L RPR DLIS N I N V I V LET 
1441 ACTTTCACTT AAGACCCAGG GACTTAATCA GCAATATCAA CGTAATAGTT CTGGAACTAA 
TGAAAGTGAA TTCTGGGTCC CTGAATTAGT CGTTATAGTT GCATTATCAA GACC^™ 



, * 3 KGSE TTF MCEY ADE TAT I V E 
lD01 ^^" GA aacaag attc ATGTGTGAAT ATGCTGATGA GACAGCAACC ATTGTAGAAT 
TCCCTAGACT TTGTTGTAAG TACACACTTA TACGACTACT CTGTCGTTGG TAACATCTTA 



+ 3 F 



N 



W 



Sail 

1561 TTCTGAACAG ATGGATTACC TTTTGTCAAA GCATCATCTC AACACTAACT TGATAAGTCG 
AAGACTTGTC TACCTAATGG AAAACAGTTT CGTAGTAGAG TTGTGATTGA ACTATTCAGC 
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Figure 55b cont. 6g/75 



Sail 

1621 ACTTAAAACA 
TGAATTTTGT 
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